Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.032; wR factor = 0.089; data-to-parameter ratio = 9.0.
The crystal structure of the title salt, C 5 H 7 N 2 + ÁC 8 H 7 O 2 À Á2H 2 O, contains a three-dimensional supramolecular framework constructed through N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds.
Related literature
For a related structure, see : Wang & Wei (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINTPlus (Bruker, 2001) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) (Wang & Wei, 2005) . The asymmetric unit of the title compound, (I), is composed of 4-methylbenzoate anion, one 2-amino pyridinium cation and two water molecules in general positions (Fig. 1) . The carboxyl group of 4-methylbenzoic acid is deprotonated. In the crystal, 2-amino pyridinium and 4-methylbenzoic acid anion together with water molecules are linked into a three-dimensional supramolecular framework by multiple N-H···O and O-H···O hydrogen bonds ( Fig. 2 and Table 1 ).
Experimental 4-Methylbenzoic acid (1 mmol, 0.135 g) and 2-aminopyridine (1 mmol, 0.094 g) were dissolved in 20 ml of distilled water.
The solution was stirred for about 20 min at 353 K, avoiding evaporation of 2-aminopyridine. Colourless blocks of (I) were obtained from the filtrate after seven days.
Refinement
Anomalous dispersion was negligible and Friedel pairs were merged before refinement.
The H atoms were geometrically placed with C-H = 0.93-0.96 Å, N-H = 0.86 Å and O-H = 0.83 Å, and were refined as riding with U iso (H)=1.2U eq (N and C methylidyne ) and U iso (H)=1.5U eq (O or C methyl ).
Figures Fig. 1 . The molecular structure of (I), with displacement ellipsoids for the non-hydrogen atoms drawn at the 50% probability level. 
